
Colibri UV
Automate Your DNA QC

Comprehensive OD measurement

– DNA concentration (260nm)

– Protein contamination (280nm)

– Salt contamination (230nm)

– Background correction (340nm)

Experimental data show equivalence to benchmark lab equipment

Linear regression of salmon sperm DNA 
dilution series. 
Mean value from 6 measurements. 
Reference: QIAxpert from QIAGEN 

Qualify and quantify your DNA and RNA

– No additional preparation steps

–	 Sensitivity	down	to	2ng/μL	DNA	targeted

– Liquid handler on-deck module

The system shows equivalent 

performance over the whole 

dynamic range as the establis-

hed competitive systems.

y = 0,9562x + 3,7278
R² = 0,9997
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Colibri Functional Model

Fast & super small

Easy to integrate

No sample loss

Ideal	for	automated	PCR,	dPCR,	NGS	workflows
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The Colibri Workflow

Conserves Sample

Colibri does not waste any sample 

for the quality control.

Boosts Reliability

Seamless integration makes sample 

qualification	a	quick routine step.

 

Cost Effective

Avoids low-quality downstream re-

sults & contamination, saving time & 

costs.

Colibri Sensor 
– Unit
On-deck / below-deck

Tube with 
analyte
DNA / RNA / Protein

Array with 
Colibri-Cuvette-
Tips
High dynamic range by design

Liquid Handling Disposable Tip Adapter
Any supplier

Disposable Tip
10…200μl

Aspirate sample into 
the pipetting tip

Disposable tip picks 
up Colibri-Cuvette-Tip

Disposable tip picks up 
Colibri-Cuvette-Tip

Measurement 
takes place
OD 230/260/280/340 nm

Sample aspirated back 
into the pipetting tip

Dispose 
Colibri-Cuvette-Tip

Continue pipetting with

known DNA concentration
and
known sample quality

 Dilution series, etc.

Now possible:

A pipetting 
command reading

“Transfer 10 ng of 
DNA”

in contrast to 
“Transfer x µl of 

reagent”
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